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In the article, 'Genomewide meta-analysis identifies loci associated with IGF-I and IGFBP-3 levels with impact on age-related traits', the published Table 1 was incorrect, due to an error. The correct version of the table is shown below:
We apologize for the inconvenience caused. *Known association; '-', coding allele associated with lower IGF-1 and IGFBP-3 levels (indicated by bold italicized text were genomewide significant); "+", coding allele associated with higher IGF-1 and IGFBP-3 levels (indicated by bold italicized text were genomewide significant); Chr, chromosome; A1, coding allele; A2, other allele; F1, frequency of coding allele.
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